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<110> APPLICANT: Seki, Tatsuji 

Fujiyama, Kazuhito 

Yoshida , Toshiomi 
-■:120> TITLE OF INVENTION: A Method for Manufacturing Glycoproteins 

Having Human - type Glycosylat ion 
<130> FILE REFERENCE: 9150-0009.10 

<140> CURRENT APPLICATION NUMBER: US 09/857, 651A 
^141> CURRENT FILING DATE: 1999-12-08 
-a50> PRIOR APPLICATION NUMBER: PCT/ JP9 9/0 6 8 81 
-;151> PRIOR FILINi^ DATE: 1999-12-08 
<:150> PRIOR APPLICATION NUMBER: JP 10- 350584 
<151> PRIOR FILING DATE: 1998-12-09 
<160> NUMBER OF SEQ ID NOS : 6 

-:170> SOFTWARE: FastSEQ for Windows Version 4.0 
'.■:210> SEQ ID NO: 1 
-.:211> LENGTH: 31 
■::212> TYPE: DNA 

<;jl3> (JRGANISM: Artificial Sequence 
<;J20> FEATURE: 

<223> OTHER INFORMATION: primer hGT-5Eco 
<;400> SEQUENCE: 1 

aaagaattcg cgatgccagg cgcgcgtccc t 
-'210> SEQ ID N'.:): 2 
■:211> LENGTH: 28 
<212> TYPE: DNA 

^;213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

-;223> (jTHER INFORMATION: primer hGT-2Sal 
^:4()()> SEQUENCE: 2 
f ccTatcgcaa aaccatgtgc agctgatg 
■':210> SEQ ID NO: 3 
<:211> I,ENGTH: 29 

< 212> TYPE: DNA 
2.13> ORGANISM: Artificial Sequence 
2 2 0> FEATURE: 

223> OTHER INFORMATION: primer hGT-7Spe 

4 0 0> SEQUENCE: 3 
acgggactcc tcaggggcga tgatcataa 
<;210> SEQ ID NO: 4 
'2ll> LENGTH: 27 
<:2]2> TYPE: DNA 

< 2] 3> (jRGANISM: Artificial Sequence 
<:220> FEATURE: 
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atg aat gae cat aat geg tac agg 
Mt^t Asn Asp His Asn Ala Tyr Arg 
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Ser Val Ala Met Asp Lys Phe Gly 
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Oly Gly Val Ser Ala Leu Ser 
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SEQ ID NO: 6 
LENGTH: 385 
TYPE: PRT 

ORGANISM: Homo sapiens 
<:400> SEQUENCE: 6 
Mot Pro Gly Ala Ser Leu Gin Arg 

1 5 
Cys Ala Leu His Leu Gly Val Thr 
20 

Asp Leu Ser Arg Leu Pro Gin Leu 
35 40 
Gly Gly Ser Asn Ser Ala Ala Ala 



Ala i^ys Arg Leu Leu Val Ala Val 

10 15 
Leu Val Tyr Tyr Leu Ala Gly Arg 
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Val Gly Val Ser Thr Pro Leu Gin 
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He Gly Gin Ser Ser Gly Glu Leu 
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